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3 <110> APPLICANT: Padigaru, Muralidhara 

4 Burgess, Catherine E 

5 Mishra , Vishnu 

6 Li, Li 

7 Baumgartner, Jason C 

8 Ma j umder , Kumud 

9 Spytek, Kimberly A 



ENTERED 



10 



Tchernev, Velizar T 



12 <120> TITLE OF INVENTION: Novel Proteins and Nucleic Acids Encoding Same 
14 <130> FILE REFERENCE: 15966-703 US 

16 <140> CURRENT APPLICATION NUMBER: 09/800, 321A 

17 <141> CURRENT FILING DATE: 2001-03-05 

19 <150> PRIOR APPLICATION NUMBER: 60/186,606 

20 <151> PRIOR FILING DATE: 2000-03-03 

22 <150> PRIOR APPLICATION NUMBER: 60/221,942 

23 <151> PRIOR FILING DATE: 2000-07-31 

25 <150> PRIOR APPLICATION NUMBER: 60/260,285 

26 <151> PRIOR FILING DATE: 2001-01-08 

28 <150> PRIOR APPLICATION NUMBER: 60/220,263 

29 <151> PRIOR FILING DATE: 2000-07-24 

31 <150> PRIOR APPLICATION NUMBER: 60/257,600 

32 <151> PRIOR FILING DATE: 2000-12-21 J 

34 <150> PRIOR APPLICATION NUMBER: 60/187,295 

35 <151> PRIOR FILING DATE: 2000-03-06 

37 <150> PRIOR APPLICATION NUMBER: 60/219,854 

38 <151> PRIOR FILING DATE: 2000-07-21 

40 <150> PRIOR APPLICATION NUMBER: 60/187,249 

41 <151> PRIOR FILING DATE: 2000-03-06 

43 <150> PRIOR APPLICATION NUMBER: 60/187,247 

44 <151> PRIOR FILING DATE: 2000-03-06 

46 <150> PRIOR APPLICATION NUMBER: 60/187,250 

47 <151> PRIOR FILING DATE: 2000-03-06 

49 <150> PRIOR APPLICATION NUMBER: 60/187,253 

50 <151> PRIOR FILING DATE: 2000-03-06 

52 <150> PRIOR APPLICATION NUMBER: 60/187,248 

53 <151> PRIOR FILING DATE: 2000-03-06 

55 <150> PRIOR APPLICATION NUMBER: 60/187,296 

56 <151> PRIOR FILING DATE: 2000-03-06 

58 <150> PRIOR APPLICATION NUMBER: 60/187,563 

59 <151> PRIOR FILING DATE: 2000-03-07 
61 <160> NUMBER OF SEQ ID NOS : 78 

63 <170> SOFTWARE: Patentln Ver. 2.1 

65 <210> SEQ ID NO: 1 

66 <211> LENGTH: 993 

67 <212> TYPE: DNA 

68 <213> ORGANISM: Homo sapiens 
70 <400> SEQUENCE: 1 
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71 ttgaaacatt aatcatgaat tgggtaaatg acagcatcat acaggagttt attctgctgg 60 

72 gtttctcaga tcgaccttgg ctggagtttc cactccttgt ggtcttcttg atttcttaca 12 0 

73 ctgtgaccat ctttggcaat ctgaccatta ttctagtgtc acgcctggac accaaacttc 180 

74 atacccccat gtattttttt cttaccaatc tatcactcct ggatctttgt tacaccacat 240 

75 gtacagtccc acaaatgcta gtaaatttat gcagcatcag gaaagtaatc agttatcgtg 300 

76 gctgtgtagc ccagcttttc atatttctgg ccttgggggc tactgaatat cttctcctgg 360 

77 ccgtcatgtc ctttgatagg tttgtagcta tttgtcggcc tctccattac tcagttatca 420 

78 tgcaccagag actctgcctc cagttggcag ctgcatcctg ggttactggt tttagtaact 480 

79 cagtgtggtt gtctaccctg actctccagc tgccactctg tgacccctat gtgatagatc 540 

80 actttctctg tgaagtccct gcactgctca agttatcttg tgttgagaca acagcaaatg 600 

81 aggctgaact attccttgtc agtgagctct tccatctaat acccctgaca ctcatcctta 660 

82 tatcatatgc ttttattgtc cgagcagtat tgaggataca gtctgctgaa ggtcgacaaa 720 

83 aagcatttgg gacatgtggt tcccatctaa ttgtggtgtc tcttttttat agtacagccg 780 

84 tctctgtgta cctgcaacca ccttcgccca gctccaagga ccaaggaaag atggtttctc 84 0 

85 tcttctatgg aatcattgca cccatgctga atccccttat atatacactt aggaacaagg 900 

86 aggtaaagga aggctttaaa aggttggttg caagagtctt cttaatcaag aaataagaaa 960 

87 tatgcaaatg ataagctttg ctaaagacaa aat 993 

90 <210> SEQ ID NO: 2 

91 <211> LENGTH: 313 

92 <212> TYPE: PRT 

93 <213> ORGANISM: Homo sapiens 

95 <400> SEQUENCE: 2 

96 Met Asn Trp Val Asn Asp Ser lie lie Gin Glu Phe lie Leu Leu Gly 

97 1 5 10 15 

99 Phe Ser Asp Arg Pro Trp Leu Glu Phe Pro Leu Leu Val Val Phe Leu 



100 








20 










25 










30 






102 


He 


Ser 


Tyr 


Thr 


Val 


Thr 


He 


Phe 


Gly 


Asn 


Leu 


Thr 


He 


He 


Leu 


Val 


103 






35 










40 










45 








105 


Ser 


Arg 


Leu 


Asp 


Thr 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


106 




50 










55 










60 










108 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


109 


65 










70 










75 










80 


111 


Met 


Leu 


Val 


Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Arg 


Gly 


112 










85 










90 










95 




114 


Cys 


Val 


Ala 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly 


Ala 


Thr 


Glu 


Tyr 


115 








100 










105 










110 






117 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


Arg 


118 






115 










120 










125 








120 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


121 




130 










135 










140 










123 


Ala 


Ala 


Ala 


Ser 


Trp 


Val 


Thr 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Trp 


Leu 


Ser 


124 


145 










150 










155 










160 


126 


Thr 


Leu 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 


Tyr 


Val 


He 


Asp 


His 


127 










165 










170 










175 




129 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Glu 


Thr 


130 








180 










185 










190 






132 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Leu 


Val 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


133 






195 










200 










205 








135 


He 


Pro 


Leu 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 
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136 210 215 

138 Val Leu Arg lie Gin Ser Ala Glu Gly Arg Gin 

139 225 230 235 

141 Cys Gly Ser His Leu lie Val Val Ser Leu Phe 

142 245 250 

144 Ser Val Tyr Leu Gin Pro Pro Ser Pro Ser Ser 

145 260 265 

147 Met Val Ser Leu Phe Tyr Gly lie lie Ala Pro 

148 275 280 

150 lie Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu 

151 290 295 

153 Val Ala Arg Val Phe Leu lie Lys Lys 

154 305 310 

157 <210> SEQ ID NO: 3 

158 <211> LENGTH: 943 

159 <212> TYPE: DNA 

160 <213> ORGANISM: Homo sapiens 

162 <400> SEQUENCE: 3 

163 tatgaattgg gtaaatgaca gcatcataca ggagtttatt 

164 accttggctg gagtttccac tccttgtggt cttcttgatt 

165 tggcaatctg accattattc tagtgtcacg cctggacacc 

166 tttttttctt accaatctat cactcctgga tctttgttac 

167 aatgctagta aatttatgca gcatcaggaa agtaatcagt 

168 gcttttcata tttctggcct tgggggctac tgaatatctt 

169 tgattggttt gtagctattt gtcggcctct ccattactca 

170 ctgcctccag ttggcagctg catcctgggt tactggtttt 

171 taccctgact ctccagctgc cactctgtga cccctatgtg 

172 agtccctgca ctgctcaagt tatcttgtgt tgagacaaca 

173 ccttgtcagt gagctcttcc atctaatacc cctgacactc 

174 tattgtccga gcagtattga ggatacagtc tgctgaaggt 

175 atgtggttcc catctaattg tggtgtctct tttttatagt 

176 gcaaccacct tcgcccagct ccaaggacca aggaaagatg 

177 cattgcaccc atgctgaatc cccttatata tacacttagg 

178 ctttaaaagg ttggttgcaa gagtcttctt aatcaagaaa 

181 <210> SEQ ID NO: 4 

182 <211> LENGTH: 313 

183 <212> TYPE: PRT 

184 <213> ORGANISM: Homo sapiens 

186 <400> SEQUENCE: 4 

187 Met Asn Trp Val Asn Asp Ser lie He Gin Glu 

188 1 .5 10 

190 Phe Ser Asp Arg Pro Trp Leu Glu Phe Pro Leu 

191 20 25 

193 He Ser Tyr Thr Val Thr He Phe Gly Asn Leu 

194 35 40 

196 Ser Arg Leu Asp Thr Lys Leu His Thr Pro Met 

197 50 55 

199 Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr 

200 65 70 75 



220 

Lys Ala 

Tyr Ser 

Lys Asp 

Met Leu 
285 
Gly Phe 
300 



Phe Gly Thr 
240 

Thr Ala Val 

255 
Gin Gly Lys 
270 

Asn Pro Leu 
Lys Arg Leu 



ctgctgggtt 
tcttacactg 
aaacttcata 
accacatgta 
tatcgtggct 
ctcctggccg 
gttatcatgc 
agtaactcag 
atagatcact 
gcaaatgagg 
atccttatat 
cgacaaaaag 
acagccgtct 
gtttctctct 
aacaaggagg 
taa 



tctcagatcg 60 
tgaccatctt 120 
cccccatgta 180 
cagtcccaca 240 
gtgtagccca 300 
tcatgtcctt 360 
accagagact 420 
tgtggttgtc 480 
ttctctgtga 540 
ctgaactatt 600 
catatgcttt 660 
catttgggac 720 
ctgtgtacct 780 
tctatggaat 840 
taaaggaagg 900 
943 



Phe He Leu Leu Gly 
15 

Leu Val Val Phe Leu 
30 

Thr He He Leu Val 
45 

Tyr Phe Phe Leu Thr 
60 

Cys Thr Val Pro Gin 
80 
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202 


Met 


Leu 


Val 


Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Arg 


Gly 


203 










85 










90 










95 




205 


Cys 


Val 


Ala 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly 


Ala 


Thr 


Glu 


Tyr 


206 








100 










105 










110 






208 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Trp 


Phe 


Val 


Ala 


He 


Cys 


Arg 


209 






115 










120 










125 








211 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


212 




130 










135 










140 










214 


Ala 


Ala 


Ala 


Ser 


Trp 


Val 


Thr 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Trp 


Leu 


Ser 


215 


145 










150 










155 










160 


217 


Thr 


Leu 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 


Tyr 


Val 


He 


Asp 


His 


218 










165 










170 










175 




220 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Glu 


Thr 


221 








180 










185 










190 






223 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Leu 


Val 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


224 






195 










200 










205 








226 


He 


Pro 


Leu 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


227 




210 










215 










220 










229 


Val 


Leu 


Arg 


He 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


230 


225 










230 










235 










240 


232 


Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Ser 


Thr 


Ala 


Val 


233 










245. 










250 










255 




235 


Ser 


Val 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Gin 


Gly 


Lys 


236 








260 










265 










270 






238 


Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 


lie 


Ala 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


239 






275 










280 










285 








241 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Gly 


Phe 


Lys 


Arg 


Leu 


242 




290 










295 










300 










244 


Val 


Ala 


Arg 


Val 


Phe 


Leu 


He 


Lys 


Lys 

















245 305 310 

248 <210> SEQ ID NO: 5 

249 <211> LENGTH: 956 

250 <212> TYPE: DNA 

251 <213> ORGANISM: Homo sapiens 

253 <400> SEQUENCE: 5 

254 ttaatcatga attgggtaaa tgacagcatc atacaggagt ttattctgct gggtttctca 60 

255 gatcgacctt ggctggagtt tccactcctt gtggtcttct tgatttctta cactgtgacc 120 

256 atctttggca atctgaccat tattctagtg tcacgcctgg acaccaaact tcataccccc 180 

257 atgtattttt ttcttaccaa tctatcactc ctggatcttt gttacaccac atgtacagtc 240 

258 ccacaaatgc tagtaaattt atgcagcatc aggaaagtaa tcagttatcg tggctgtgta 300 

259 gcccagcttt tcatatttct ggccttgggg gctactgaat atcttctcct ggccgtcatg 360 

260 tcctttgata ggtttgtagc tatttgtcgg cctctccatt actcagttat catgcaccag 420 

261 agactctgcc tccagttggc agctgcatcc tgggttactg gttttagtaa ctcagtgtgg 4 80 

262 ttgtctaccc tgactctcca gctgccactc tgtgacccct atgtgataga tcactttctc 540 

263 tgtgaagtcc ctgcactgct caagttatct tgtgttgaga caacagcaaa tgaggctgaa 600 

264 ctattccttg tcagtgagct cttccatcta atacccctga cactcatcct tatatcatat 660 

265 gcttttattg tccgagcagt attgaggata cagtctgctg aaggtcgaca aaaagcattt 720 

266 gggacatgtg gttcccatct aattgtggtg tctctttttt atagtacagc cgtctctgtg 780 

267 tacctgcaac caccttcgcc cagctccaag gaccgaggaa agatggtttc tctcttctat 840 
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900 
956 



268 


ggaatcattg < 


cacccatgct gaatcccctt atatatacac 


ttaggaacag < 


ggaggtaai 


269 


gaaggcttta ■ 


aaaggttggt tgcaagagtc ttcttaatca 


agaaataaga < 


aatata 


272 


<210> SEQ ID NO 


: 6 
























273 


<211> LENGTH: 313 
























274 


<212> TYPE: 


PRT 


























275 


<213> ORGANISM: 


Homo sapiens 


















277 


<400> SEQUENCE: 


6 
























278 


Met 


Asn 


Trp 


Val 


Asn 


ASP 


Ser 


lie 


He 


Gin 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


279 


1 








5 










10 










15 




281 


Phe 


Ser 


Asp 


Arcr 


Pro 


Trp 


Leu 


Glu 


Phe 


Pro 


Leu 


Leu 


Val 


Val 


Phe 


Leu 


282 








20 










25 










30 






284 


lie 


Ser 


Tvr 


Thr 


Val 


Thr 


He 


Phe 


Glv 


Asn 


Leu 


Thr 


He 


He 


Leu 


Val 


285 






35 










40 










45 








287 


Ser 


Arg 


Leu 


Asp 


Thr 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Thr 


288 




50 










55 










60 










290 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


Cvs 


Tvr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


& y -L 


65 










70 










75 










80 


293 


Met 


Leu 


Val 


Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tvr 


Arcr 


Glv 












85 










90 










95 




296 


Cys 


Val 


Ala 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Glv 


Ala 


Thr 


Glu 


Tvr 

X Jf J- 


297 








100 










105 










110 






299 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arcr 


Phe 


Val 


Ala 


He 


Cys 


Arcr 


300 






115 










120 










125 








302 


Pro 


Leu 


His 


Tvr 


Ser 


Val 


He 


Met 


His 


Gin 


Arcr 


Leu 


Cys 


Leu 


Gin 


Leu 


303 




130 










135 










140 










305 


Ala 


Ala 


Ala 


Ser 


Trp 


Val 


Thr 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Trp 

XT 


Leu 


Ser 


306 


145 










150 










155 










160 


308 


Thr 


Leu 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 


Tvr 


Val 


He 


Asp 


His 


309 










165 










170 










175 




311 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cvs 


Val 


Glu 


Thr 


312 








180 










185 










190 






314 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Leu 


Val 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


315 






195 










200 










205 








317 


He 


Pro 


Leu 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tvr 


Ala 


Phe 


He 


Val 


Arcr 


Ala 


318 




210 










215 










220 










320 


Val 


Leu 


Arg 


He 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


J & J_ 


225 










230 










235 










240 


323 


Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Ser 


Thr 


Ala 


Val 


324 










245 










250 










255 




326 


Ser 


Val 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Arg 


Gly 


Lys 


327 








260 










265 










270 






329 


Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 


He 


Ala 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


330 






275 










280 










285 








332 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Arg 


Glu 


Val 


Lys 


Glu 


Gly 


Phe 


Lys 


Arg 


Leu 


333 




290 










295 










300 










335 


Val 


Ala 


Arg 


Val 


Phe 


Leu 


He 


Lys 


Lys 
















336 


305 










310 






















339 


<210> SEQ ID NO: 


7 
























340 


<211> LENGTH: 960 

























Use of n and/or Xaa has been detected fn the Sequence Usting. 

Review the Sequence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields ot 
each sequence using n or Xaa. 
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